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a b s t r a c t   

Objectives: Germline genome sequencing (GS) is becoming mainstream in cancer diagnosis and risk 
management. Identifying knowledge gaps and determinants of health behavior change intentions will 
enable effective targeting of educational and management strategies to translate genomic findings into 
improved cancer outcomes. 
Methods: Probands diagnosed with cancer of likely genetic origin that consented to but not yet undergone 
GS, and their biological relatives, completed a cross-sectional questionnaire assessing GS knowledge and 
hypothetical intention to change behaviors. 
Results: Probands (n = 348; 57% university educated) and relatives (n = 213; 38% university educated) had 
moderate GS knowledge levels, with greater knowledge associated with higher education. Both populations 
reported high behavioral change intentions, significantly associated with being female (p = 0.01) and greater 
perceived importance of GS (p  <  0.001), and for probands: being from English-speaking households 
(p = 0.003), higher socio-economic status (p = 0.01) and greater self-efficacy (p = 0.02). 
Conclusions: Increasing GS knowledge will enable realistic participant expectations surrounding germline 
GS. Actual behavior change should be monitored to determine whether increased cancer risk knowledge 
results in altered cancer-related behavior and ultimately, cancer outcomes. 
Practice implications: Educational resources should target specific populations to ensure informed decision- 
making and expectation management. Support tools facilitating and maintaining behavioral change may be 
needed to achieve improved cancer patient outcomes. 

© 2021 Published by Elsevier B.V.    

1. Introduction 

Genome sequencing (GS) is increasingly being used to identify 
hereditary genetic drivers of disease, and to inform clinical 

management [1]. In cancer, germline genetic testing has focused on 
single gene testing or small gene panels associated with specific 
cancer types, exemplified by BRCA1/2 in breast cancer patients and 
mismatch repair genes in colorectal cancer patients [2,3]. Sequen-
cing technology cost has significantly declined, making GS more 
accessible. Consequently, germline and somatic tumor GS have ex-
panded to include hundreds of genes to guide cancer treatment, 
prognosis and risk management including prevention and surveil-
lance [4,5]. However, the amount and complexity of genomic 
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information provided by more extensive testing makes it difficult to 
fully understand. 

As GS becomes mainstream, it is important to assess patients’ 
knowledge of germline GS, and whether they intend to act on re-
sults. Adequate knowledge about the benefits and limitations of GS 
ensures that patients have realistic expectations, as demonstrated by 
a previous study showing that patients undergoing genetic coun-
selling that utilized a website providing cancer-specific information 
had less unrealistic expectations about genetic testing [6]. Knowl-
edge of germline GS may also provide patients with greater con-
fidence in their ability to cope with receiving test results, temper 
disappointment, lessen anxiety/distress and support decision- 
making [7,8]. Finally, expansive GS will only yield expected benefits 
if participants use results to guide risk reduction, early detection and 
cancer prevention behaviors [9]. 

Genomic knowledge varies considerably, depending on the pa-
tient population and method of knowledge assessment, patients’ 
level of education and previous attendance at a family cancer clinic 
(FCC) [8,10,11]. Participants in previous studies included those who 
are healthy seeking disease risk information, and those with rare 
disorders undergoing GS to guide treatment. A recent systematic 
review of knowledge of genomics in cancer patient populations re-
vealed limited knowledge and high need for education [12]. This 
concurs with the broader literature on genetics, where key issues are 
often poorly understood by patients [13–15]. 

Factors associated with poorer knowledge included rural re-
sidence, older age, minority status, and lower education, as well as 
low numeracy and literacy [16]. Few studies have examined psy-
chological factors associated with knowledge of genomics. Health 
behavior models suggest that those with high perceived suscept-
ibility to disease are more likely to act to prevent that disease, and 
that the decision to act is reached through a deliberate reasoning 
process or analysis of susceptibility, potential actions, potential 
costs, and anticipated outcomes [17]. Thus, those with higher per-
ceived susceptibility may be more motivated to seek out and un-
derstand information to support this decision-making. 

One study examined associations between self-efficacy, per-
ceived susceptibility, attitude toward uncertainty and satisfaction 
with the decision to have testing, and knowledge of tumor mutation 
profiling in advanced cancer patients [18]. The authors found a sig-
nificant association only for satisfaction with decision. However, 
how these results generalize to patients affected by rare and less 
common cancers undergoing GS to determine future cancer risk is 
unknown. 

Overall, the evidence that genomic information will influence 
behavior is lacking [19]. Most studies of lower-risk genotypes have 
evaluated genetic feedback based on single-gene variants, revealing 
little behavioral impact, either positive or negative [20]. A systematic 
review and meta-analysis of trials delivering personalized DNA- 
based estimates of disease risk to the general public for single 
conditions where risk could be reduced by behavior change, found 
no evidence of impacts on diverse behaviors such as smoking ces-
sation, diet or physical activity, although the authors noted the 
overall poor quality of studies [21]. 

Receiving genomic results has, however, been shown to en-
courage more frequent health screening, altered lifestyle behaviors 
and other preventative strategies in healthy adults [22], if the results 
are linked to known effective prevention strategies [23,24] and if the 
risks are high. For example, participants in one study were more 
motivated to limit sun exposure and increase screening after they 
received melanoma risk information based on family history and 
genetic results (CDKN2A mutation positive) versus family history 
alone [25]. However, the extent to which these results generalize to a 
population who have already experienced cancer, is unknown. Be-
havioral outcomes of risk feedback based on testing for numerous 
gene variants simultaneously remain largely unexplored. 

Furthermore, most studies have measured intent to, rather than 
actual, change following receipt of genomic results, reflecting the 
difficulty and greater cost of longitudinal studies. The intention- 
behavior gap (the failure to translate intentions into action) is well 
documented; data suggest that intention predicts a mere 30–40% of 
variation in health behavior [26]. However, knowledge of the de-
terminants and strategies that facilitate translation of intention to 
behavior is increasing [27]. 

Few of the above studies were informed by theory. Protection 
Motivation Theory (PMT) postulates that individuals shield them-
selves from threats based on the perceived efficacy of preventive 
behavior and self-efficacy of performing the preventive behavior  
[28]. Accordingly, individuals’ perception of the degree of personal 
threat posed by cancer, GS knowledge, and perceptions of the effi-
cacy of GS in guiding preventive management, and self-efficacy for 
undertaking preventive behaviors, will impact their intentions to 
undertake such behaviors. 

Notably, a negative attitude toward uncertainty has been found 
to increase threat appraisal [29]. Furthermore, Brouwers and Sor-
rentino showed that attitude toward uncertainty provides greater 
predictive power when combined with PMT, to explain individuals’ 
responses to increasing threat [30]. The authors argue that people 
with a negative attitude toward uncertainty are more motivated to 
see information and ways to resolve uncertainty, particularly under 
conditions of increasing threat. Yet these variables have rarely been 
explored in relation to intention to undertake preventive behaviors 
following GS. 

The current study aimed to address gaps in the literature iden-
tified above by investigating baseline knowledge and determinants 
of behavioral change intention in patients undergoing germline GS. 
Our goal was to help health professionals to more effectively target 
future educational and management strategies that will translate 
genomic findings into improved health outcomes. 

The Genetic Cancer Risk in the Young (RisC) study is a cohort 
study of participants with a personal history of cancer, investigating 
heritable cancer causes and future cancer risk using germline GS. A 
psychosocial substudy of RisC (Psychosocial Issues in Genomic 
Oncology - PiGeOn) [31] is exploring psychosocial and behavioral 
outcomes in RisC participants. Using baseline quantitative data from 
the PiGeOn study, the study hypothesis was that: 

Controlling for demographic and cancer-related variables that 
may impact the outcomes, PMT variables (greater perceived cancer 
susceptibility, perceived importance of GS, and self-efficacy); higher 
levels of satisfaction with the decision to have GS (as a result of more 
realistic expectations of GS); and more negative attitudes toward 
uncertainty would be associated with greater GS knowledge and 
behavioral intentions. 

2. Methods 

2.1. Participants and study design 

Participants were recruited from the RisC study, which recruits 
adults with a likely genetic predisposition to cancer: a cancer diag-
nosis between 16 and 40 years of age, or two cancer diagnoses at <  

50 years of age, or three separate cancer diagnoses at any age 
(probands). RisC participants are recruited by clinical cancer ge-
neticists, genetic counselors and oncologists, or self-referral. While 
gaining consent, a researcher provides participants with written 
information about germline GS and the study, offered participants 
the opportunity to ask questions and gives contact information for 
study personnel if questions arose in due course. Participants pro-
vide a blood sample from which DNA is extracted and germline GS 
performed. If pathogenic variant(s) are found in the current clinically 
actionable American College of Medical Genetics reportable gene 
list, participants are referred to a familial cancer clinic or other 
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appropriate clinical service and offered tailored risk management 
plans. Biological relatives, often parents, are also invited to enroll in 
the RisC study. Participants receive GS results approximately 18 
months after consent. 

When consenting to the RisC study, participants also consent to 
the PiGeOn psychosocial study [31]. PiGeOn participants complete 
three questionnaires, administered at consent (baseline), and three 
months and one year after consent. Participants are reminded by 
phone and/or email if questionnaires are not received within three 
weeks of sending. The current paper reports baseline quantitative 
results examining demographic, disease and psychological pre-
dictors of GS knowledge and intended behavioral change at baseline. 

All participants in the RisC study provided written, informed 
consent. Human ethics approval was obtained from Human Research 
Ethics Committees at St Vincent’s Hospital, Sydney, Australia (HREC/ 
16/SVH/24). 

2.2. Measures 

Probands and their relatives completed an identical ques-
tionnaire, including validated scales where available and purpose- 
designed questions as appropriate. 

2.2.1. Demographic variables 
Participant demographics included: gender, age, education, oc-

cupation, language spoken at home used as a determinant of a cul-
turally and linguistically diverse background, postcode (for 
socioeconomic status [SES] and remoteness [Accessibility and 
Remoteness Index of Australia]), and marital and parental status. An 
occupation was designated a medical/science occupation if the 
education toward or the occupation itself involved scientific learning 
or evidence-based medical practice (e.g. research scientists, regis-
tered medical practitioners, allied health professionals). 
Classifications were made by one member of the research team and 
cross-checked by another. 

2.2.2. Cancer variables 
Personal and family history of cancer, previous attendance at an 

FCC, time since (first) cancer diagnosis, and cancer type(s) were 
collected. 

Demographic and cancer variables were assessed to ensure 
variables that might impact knowledge and behavioral intention 
(such as greater exposure to information and resources in an urban 
center, and through education) were controlled for in the analysis. 

2.2.3. Knowledge of genomics 
We developed a seven-item study-specific knowledge scale 

(questions listed in Fig. 3). The only validated knowledge scale re-
levant to GS published at the time of study inception [32] was va-
lidated on ClinSeq participants who had consented to undergo GS as 
part of a long term research study. As a knowledge scale relevant to 
the benefits and limitations of GS for cancer risk was not available, a 
study-specific scale was developed. A multi-disciplinary advisory 
group comprising geneticists, genetic counsellors, genomic scientists 
and psycho-oncologists nominated issues they felt were critical for 
participants to understand to have realistic expectations of test 
outcomes. Items addressed aspects such as the likelihood of ob-
taining informative results, cancers in which informative results are 
more likely to be found, and availability of tailored risk-management 
or treatment options. Items were multiple choice and included a 
‘Don’t know’ option. Following a pilot with ten participants, slight 
modifications to wording were made to increase the clarity of items. 
Further piloting with another ten participants confirmed the scale 
had face validity and was understandable. A total score (0–100%) was 
calculated from the number of correct responses, with ‘Don’t know’ 
responses scored as incorrect. Knowledge scores were divided into 

quartiles; the lowest quartile was categorized as ‘low’, the middle 
two quartiles as ‘moderate’, and the upper quartile as ‘high’. 

2.2.4. Behavioral intentions 
Participants completed a study-developed measure based on the 

literature, assessing intention to change six behaviors (diet, exercise, 
alcohol consumption information seeking, health screening and 
stress management) if they had a known gene variant that increased 
their cancer risk (Appendix A). Items were rated on a 5-point Likert 
scale from ‘Strongly disagree’ (1) to ‘Strongly agree’ (5) and averaged 
(Cronbach’s alpha 0.89). Higher scores indicate greater intention to 
change behavior. Average scores above 4.0 were labeled as ‘high’. 

2.2.5. Perceived importance of GS 
Five items asked participants to rate importance of GS, with 

higher scores corresponding to greater perceived importance 
(Cronbach’s alpha 0.58) [33]. 

2.2.6. Self-efficacy 
Self-efficacy was assessed using four study-adapted questions 

based on those developed by Rosenberg and colleagues [34]. Ques-
tions included whether participants felt they would be able to cope 
with various gene variant outcomes and telling family members 
about potentially inherited gene variants. Greater scores indicated 
greater ability to cope with gene variant outcomes (Cronbach’s 
alpha 0.88). 

2.2.7. Perceived susceptibility 
A validated scale [35], comprising a 5-point Likert scale ranging 

from ‘Much lower’ (0) to ‘Much higher’ (4), was used to assess par-
ticipants’ perceived susceptibility of a) having another cancer diag-
nosis/developing cancer and b) having a gene variant linked to 
cancer risk, compared to an average person of the same age and 
gender as them. Participants also rated their perceived susceptibility 
of having another cancer diagnosis/developing cancer on a visual 
analogue scale ranging from 0–100%. Scores were normalized and 
averaged; higher scores indicate greater perceived susceptibility 
(Cronbach’s alpha 0.78). 

2.2.8. Attitude toward uncertainty 
The seven-item scale from Braithwaite and colleagues was used 

to assess participants’ desire for certainty regarding medical tests  
[36], where higher scores indicate a greater desire for certainty. 

2.2.9. Satisfaction with decision 
The scale was used to assess how satisfied participants were with 

their decision to undergo GS [37]; higher scores indicate higher 
decisional satisfaction. 

2.3. Analyses 

Descriptive statistics were used to summarize the data. IBM SPSS 
Statistics (version 25) was used for data analyses. A multiple linear 
regression analysis was conducted with GS knowledge score as the 
outcome variable, and an ordinal regression was conducted with 
average behavioral intention scores as the outcome variable. 
Education was treated as an interval variable, so the regression 
coefficient represents the mean change with each increase in edu-
cation level (i.e. completed Year 11 or 12 versus vocational training). 
Knowledge scores were normally distributed in both the probands 
and relatives (D’Agostino and Pearson normality test). 

As summary scores for behavioral intention were negatively 
skewed, the scores were categorized into four ordered categories; 
i) <3, ii) ≥3 and <4, iii) ≥4 and <5, and iv) 5. The predictor variables for 
both regression analyses included the demographics listed above. 
Perceived importance of GS, satisfaction with decision to have GS, 
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self-efficacy, perceived susceptibility and attitude to uncertainty 
measures were included as predictors of GS knowledge, in line with 
PMT. All variance inflation factors were below 10, indicating no 
collinearity issues for these predictors. Missing data was handled in 

the regression using complete case analysis, which resulted in 
sample sizes for the regressions presented in Tables 2 and 3 of 301 
and 190 for probands and relatives, respectively. This corresponds to 
86% and 89% of the full cohort respectively. 

Fig. 1. Flowchart detailing participants’ referral, consent and questionnaire completion in the RisC Study.  

Fig. 2. Primary cancer sites of probands. Number of instances of each cancer type is indicated. Total number of cancers in 348 probands is 515 due to participants having multiple 
primary cancers. Benign conn. tissue tum.: Benign connective tissue tumors. 
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3. Results 

3.1. Cohort description 

Between August 2016 and August 2019, 379 probands and 231 
biological relatives were consented to the RisC study. Survey com-
pletion rates were 348/379 (92%) and 213/231 (92%) for probands 
and relatives, respectively (Fig. 1). Relatives consisted mostly of 
parents (207/213), with the remaining six participants being chil-
dren or siblings of the proband. Descriptive statistics of both pro-
bands and relatives are reported in Table 1. Over 70% of the 
participants had a rare or less common cancer, defined as cancers 
with an incidence of <  6 or <  12/100,000 population, respectively. 
Rare and less common cancer types included those arising from 
bone and soft tissue (sarcomas), brain, pancreas, kidney, thyroid, 
appendix and adrenal gland (Fig. 2). 

3.2. Knowledge of GS 

Probands and relatives had similar knowledge scores at baseline 
(mean = 45% and 43%, respectively). Three-quarters of both probands 
and relatives correctly answered the question “Sometimes we find a 
gene variant we know nothing about”, and approximately half of 
probands and relatives correctly identified the number of genes in 
the genome, likelihood of transmission of a genetic variant, and that 
clinical utility of genetic risk of cancer depends on the cancer type 
(Fig. 3). However, 90% of probands and 95% of relatives either did not 
know or gave an incorrect answer to the question “If 100 patients 
have whole genome sequencing, in how many people will a genetic fault 
be found, that can manage risk” (answer: 1–10 people), and over two- 
thirds of probands and relatives did not know that GS was only 
sometimes helpful for making decisions about future cancer risks. 
Univariate results suggested a difference in knowledge between 

0 25 50 75 100
Percent of cohort

Correct Incorrect Don't know Missing

If 100 patients have whole genome sequencing,
in how many people will a genetic fault be found

that can manage risk?:1-10 (version 1)

Whole genome sequencing is helpful for
understanding the risk of:Some types

of cancer (version 2)

The likelihood of finding a gene variant to guide
prevention depends on the type of cancer.True

If one of your parents has a gene variant, the
chance of inheriting that gene variant is:50%

The results of whole genome sequencing are
helpful for making decisions about future cancer

risks: Sometimes (version 2)

Whole genome sequencing
involves testing: 20,000 genes

Probands

Relatives

Probands

Relatives

Probands

Relatives

Probands

Relatives

Probands

Relatives

Probands

Relatives

Probands

Relatives

Probands

Relatives

Probands

Relatives

At the moment, we know most about genetic
faults that can guide prevention in breast and

colorectal cancers: Yes (version 1)

Sometimes we find a gene variant
we know nothing about: True

Sometimes cancer treatment, screening or
preventative surgery can be offered to people

with a disease-causing gene variant. The costs
of this would be: Covered in full by Medicare

or Only available through a clinical trial

Fig. 3. Study-developed genome sequencing knowledge questions. Correct answers to each item are indicated in bold and italics. Two questions were changed between versions 1 
and 2 of the questionnaire. N = 348 for probands and N = 213 for relatives, except version 1 questions (N = 144 for probands and N = 60 for relatives) and version 2 questions 
(N = 204 for probands and N = 153 for relatives). 
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probands with secondary only vs vocational training or university 
education (p = 0.05), and a highly significant difference in relatives 
(p  <  0.001) (Fig. 4). 

A multiple linear regression revealed that higher levels of edu-
cation, previous attendance at an FCC, and being married were sig-
nificant predictors of probands’ GS knowledge scores (Table 2). 
Predictors of GS knowledge scores for relatives included: a greater 
level of education, a medical or science occupation, and greater self- 
efficacy. Every categorical increase in education level (i.e. completed 
Year 11 or 12 compared to post-secondary education) led to 
knowledge score increases of 2.5% for probands (95% CI: 0.40–4.59, 
p = 0.020) and 2.8% for relatives (95% CI: 0.56–4.98, p = 0.015). Fur-
thermore, probands who had previously visited an FCC or were 
married, were predicted to have an 8% higher GS knowledge score 
(FCC - 95% CI: 2.01–14.19, p = 0.009; married - 95% CI: 1.82–14.08, 
p = 0.011). 

Similarly, there was an 8% increase in relative’s GS knowledge 
score for each categorical increase (i.e. ‘Agree’ to ‘Strongly agree’) in 
relatives’ perceived self-efficacy to cope with results (95% CI: 
2.27–14.39, p = 0.007). Relatives with a medical or science occupa-
tion scored 16% higher with regard to their knowledge of GS com-
pared to relatives without a medical or science occupation (95% CI: 
3.43–29.10, p = 0.013), which was the greatest increase in GS 
knowledge score predicted by any variable within either of the two 
cohorts. 

3.3. Intention to change behavior 

Overall, both probands and relatives indicated having strong in-
tentions to change their behaviors (means = 4.26 and 4.21, respec-
tively, out of a possible score of 5; Table 1). More than half of both 
probands and relatives ‘Strongly agreed’ that they intended to seek 
more information if a gene variant linked to cancer risk was iden-
tified via GS. In contrast, only 35% and 28% of probands and relatives, 
respectively, reported strong intentions (‘Strongly agree’) to change 
the amount of alcohol consumed in response to learning they carried 
a cancer-risk associated gene variant (Fig. 5). 

Ordinal regression analyses revealed that gender and higher 
perceived importance of GS were significant predictors of intention 
to change behavior for both probands and relatives. Specifically, the 
ordered odds of females having greater intention to change behavior 
was 1.93 times (95% CI: 1.16–3.19, p = 0.011) for probands, and 2.29 
times (95% CI: 1.19–4.38, p = 0.013) for relatives, compared to males 
(Table 3). For each categorical increase in perceived importance of GS 
(i.e. ‘Agree’ to ‘Strongly agree’), the ordered odds of having greater 
intention to change behavior increased by 3.80-fold (95% CI: 
2.43–5.94, p  <  0.001) for probands and by 3.71-fold (95% CI: 
2.00–6.89, p  <  0.001) for relatives. Knowledge levels did not predict 
intent to change behavior for either probands (95% CI: 0.26–1.92, 
p = 0.490) or relatives (95% CI: 0.16–2.07, p = 0.391). 

For probands, additional predictors of greater intention to change 
behavior included: being from an English-speaking background, 
higher SES, higher self-efficacy and having higher negative attitudes 
towards uncertainty. The ordered odds of probands from an English- 
speaking background having greater intentions to change behavior 
was 2.51 (95% CI: 0.98–1.12, p = 0.003) times that of participants 
from a non-English-speaking background. For every one-unit 

Table 1 
Descriptive statistics.      

Probands  
(N = 348) 

Relatives  
(N = 213) 

N, % N, %  

Demographics   
Sex   

Female 230 (66%) 126 (59%) 
Male 118 (34%) 87 (41%) 

Age (years)   
Mean (SD) 41.82 (13.72) 63.13 (8.48) 
Median (IQR) 39 (17) 64 (11) 
Range 16–83 31–87 

Education   
Primary school 0 1 (0.5%) 
Year 7 or 8 2 (0.6%) 11 (5%) 
Year 9 or 10 23 (7%) 43 (20%) 
Year 11 or 12 40 (11%) 19 (9%) 
Vocational Training 56 (16%) 42 (20%) 
University did not graduate 29 (8%) 13 (6%) 
University graduated 197 (57%) 82 (38%) 
Missing 1 (0.3%) 2 (1%) 

Medical/science occupation   
Yes 28 (8%) 16 (8%) 

Non-English-speaking 
background   

Yes 77 (22%) 22 (10%) 
Socio-economic status   

Mean (SD) 7.63 (2.56) 6.62 (2.83) 
Range 1-10 1-10 

Accessibility and Remoteness 
Index of Australia   

Urban 326 (94%) 180 (85%) 
Marital status   

Married 183 (53%) 163 (77%) 
Biological children   

Yes 183 (53%)  
Cancer history   
Visited a family cancer clinic   

Yes 91 (26%) 22 (10%) 
Family history of cancer   

Yes 287 (83%) 213 (100%) 
Cancer diagnosis   

Yes 348 (100%) 49 (23%) 
Multiple primary cancers   

Yes 97 (28%) 
Time since first cancer diagnosis 

(years)  
Mean (SD) 7.45 (9.28) 
Median 3.83 
Range 0–52.17 

Cancer incidence  
Common 100 (29%) 
Less common 25 (7%) 
Rare 223 (64%)  

Probands  
(N = 348) 

Relatives  
(N = 213) 

N, % N, % 
Behaviors/attitudes   
Knowledge   

Mean (SD) 45% (25%) 43% (25%) 
Range 0–100% 0–86% 

Behavioral intentions   
Mean (SD) 4.26 (0.69) 4.21 (0.62) 
Range 1-5 1-5 

Perceived importance   
Mean (SD) 3.77 (0.55) 3.75 (0.54) 
Range 1.40–5 2-5 

Satisfaction with decision   
Mean (SD) 4.34 (0.54) 4.26 (0.54) 
Range 1.33–5 3-5 

Attitude toward uncertainty   
Mean (SD) 4.02 (0.70) 3.84 (0.70) 
Range 1.57–5 1.43–5 

Self-efficacy   
Mean (SD) 4.13 (0.69) 4.14 (0.64) 
Range 1-5 2-5 

Perceived susceptibility    

Table 1 (continued)     

Probands  
(N = 348) 

Relatives  
(N = 213) 

N, % N, %  

Mean (SD) 64.03 (18.09) 47.09 (16.49) 
Range 0–100 0–100 

SD: standard deviation; IQR: interquartile range  

C.E. Napier, G. Davies, P.N. Butow et al. Patient Education and Counseling xxx (xxxx) xxx–xxx 

6 



increase in the remaining variables there was an increase in inten-
tion by a factor of 1.14 (95% CI: 1.03–1.25, p = 0.010) for SES; 1.58 (95% 
CI: 1.08–2.28, p = 0.017) for self-efficacy; and 1.73 (95% CI: 1.17–2.55, 
p = 0.006) for negative attitudes toward uncertainty. 

The analysis among the relatives cohort revealed that not having 
a personal cancer diagnosis and reporting greater satisfaction with 
the decision to have germline GS, were associated with greater in-
tentions to change behavior. Relatives lacking a personal cancer di-
agnosis were more likely (2.39 times; 95% CI: 1.16–4.95) to have 
greater intentions to change their behavior compared to those who 
had faced their own cancer diagnosis. For each category increase in 
relatives’ satisfaction with their decision to have germline GS, the 
ordered odds of having greater intention to change behavior in-
creased by 3.33-fold (95% CI: 1.60–6.92, p = 0.001). 

Posthoc univariate analyses explored whether particular knowl-
edge items were more strongly associated with behavioral inten-
tions. Knowing that GS is helpful for making decisions about future 
cancer risks (p  <  0.05, Dunn’s multiple comparisons test) and that 
the likelihood of finding a gene variant to guide prevention depends 
on the type of cancer (p  <  0.05, Dunn’s multiple comparisons test) 
were associated with greater intentions to change behavior. 

4. Discussion and conclusion 

4.1. Discussion 

Our study reports on a cancer-affected (personal or familial) 
population who consented to germline GS as part of a larger research 
study investigating heritable cancer risk, identified by virtue of 

earlier age at cancer onset, or the presence of multiple primary 
cancers, rather than family history. Specifically, we assessed parti-
cipants’ knowledge of germline GS and intention to change behavior 
if they were to receive a pathogenic variant finding linked to 
cancer risk. 

4.2. Knowledge 

Overall, participants’ knowledge of germline GS was moderate, 
with participants scoring on average less than 50% on the study- 
designed knowledge scale. Many participants over-estimated the 
likelihood of obtaining an actionable result, and the utility of GS in 
cancer. Unrealistic expectations of GS, which can result in dis-
appointment, anxiety and decisional regret when these are not 
realized [7], are common among patients undergoing GS in both 
research and diagnostic settings [38–41]. In one study, many parti-
cipants believed results would give them an absolute answer on 
whether or not they would develop a specific disease. Unrealistic 
expectations arise from the complexity and uncertainty inherent in 
genomic results [42]. Several authors have suggested strategies at 
both consent and return of results, to ensure patient expectations 
are more accurate. These include repeating information, providing 
written, personalized information and checking understanding [42]. 

Higher GS knowledge was predicted by higher levels of education 
in both groups. These results are in accord with previous studies 
correlating education and GS knowledge, albeit in different patient 
populations and using different knowledge scales [8,11,13,32]. We 
found probands’ previous attendance at an FCC was also predictive 
of GS knowledge, consistent with findings of Rini and colleagues [8]. 

Table 2 
Summary of regression analyses for variables predicting knowledge about GS.       

Independent variables Probands  Relatives   

Regression coefficient (95% CI) p value Regression coefficient (95% CI) p value  

Sex     
Female (Ref. category: Male) 4.66 (−1.25 to 0.11) 0.121 -0.09 (−7.60 to 7.41) 0.980 

Age (for every 10 year increase) 0.97 (−2.19 to 4.12) 0.547 -1.26 (−5.85 to 3.34) 0.590 
Education 2.49 (0.40–4.59) 0.020* 2.77 (0.56–4.98) 0.015* 
Medical/science occupation     

Yes (Ref. category: No) 6.88 (−2.55 to 16.32) 0.152 16.26 (3.43–29.10) 0.013* 
English-speaking background     

Yes (Ref. category: No) 4.42 (−2.45 to 11.30) 0.207 -0.95 (−12.96 to 11.06) 0.876 
Socio-economic status -0.03 (−1.17 to 1.10) 0.952 -0.02 (−1.37 to 1.38) 0.982 
Accessibility and Remoteness Index of Australia     

Urban (Ref. category: Remote) 6.79 (−6.44 to 20.01) 0.313 3.04 (−9.98 to 16.06) 0.645 
Previous visit to a family cancer clinic     

Yes (Ref. category: No) 8.10 (2.01–14.19) 0.009** 6.81 (−4.58 to 18.21) 0.240 
Married     

Yes (Ref. category: No) 7.95 (1.82–14.08) 0.011* -5.48 (−13.85 to 2.88) 0.197 
Biological children     

Yes (Ref. category: No) -2.88 (−9.99 to 4.23) 0.427   
Family history of cancer     

Yes (Ref. category: No) 6.91 (−1.05 to 14.86) 0.089   
Cancer diagnosis     

No (Ref. category: Yes)   2.50 (−6.01 to 11.00) 0.563 
Multiple primary cancers     

Yes (Ref. category: No) 4.77 (−3.49 to 13.03) 0.257   
Time since diagnosis -0.30 (−0.66 to 0.07) 0.116   
Cancer incidence     

Common -0.77 (−6.98 to 5.44) 0.808   
Less common 4.58 (−5.48 to 14.64) 0.371   
Rare Ref. category    

Behavioral intentions -3.72 (−8.22 to 0.78) 0.104 -2.28 (−8.77 to 4.22) 0.490 
Perceived importance 2.90 (−2.36 to 8.16) 0.279 -0.62 (−7.86 to 6.62) 0.866 
Satisfaction with decision 1.63 (−5.13 to 8.40) 0.635 0.51 (−8.10 to 9.09) 0.906 
Self-efficacy 2.08 (−2.36 to 6.52) 0.357 8.33 (2.27–14.39) 0.007** 

Perceived susceptibility (10 units scaled) -1.24 (−2.76 to 0.27) 0.107 0.46 (−1.74 to 2.66) 0.682 
Attitude toward uncertainty -3.36 (−7.88 to 1.17) 0.145 -4.61 (−10.61 to 1.40) 0.132 

Ref. = reference  
* p  <  0.05;  

** p  <  0.01.  
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This association may reflect the efficacy of education within FCCs, or 
that those with higher knowledge are more likely to attend an FCC. 
However, the feasibility of all research study participants attending 
FCCs to become more educated about GS and its potential results/ 
implications is low due to limited resources at these centers. This 
suggests that research and oncology staff will need upskilling to 
provide more effective education, if participant knowledge is to 
improve. Previous attendance at an FCC was not predictive of GS 
knowledge for relatives. Perhaps relatives feel their family role is to 
support the adult proband as opposed to learning about GS during 
FCC visits. 

Our expectation that higher GS knowledge would be associated 
with demographics including higher SES, living in an urban area and 
speaking English at home was not supported. This could be due to 
the majority of the cohort living in an urban area with a high SES, 
and perhaps, language is not a barrier to learning about GS. 
Furthermore, having a family history of cancer, a more recent cancer 
diagnosis or a rare cancer type was also not associated with GS 
knowledge. These potential correlates were included as it was 
thought they would precipitate discussions about cancer within the 
family and encourage information-seeking about the potential utility 
of GS (for heritable or treatment information). Additionally, asso-
ciations between perceived cancer susceptibility and importance of 
GS, attitude toward uncertainty and satisfaction with decision and 
GS knowledge were not supported, perhaps due to a lack of variation 
in these variables, with most participants reporting high suscept-
ibility, high perceived importance of GS, negative attitude toward 
uncertainty and high satisfaction with the decision to have GS. 

Table 3 
Summary of regression analyses for variables predicting behavioral intentions.       

Independent variables Probands  Relatives   

Regression coefficient (95% CI) p value Regression coefficient (95% CI) p value  

Sex     
Female (Ref. category: Male) 1.93 (1.16–3.19) 0.011* 2.29 (1.19–4.38) 0.013* 

Age (for every 10 year increase) 0.89 (0.68–1.17) 0.429 1.25 (0.98–1.86) 0.266 
Education 0.88 (0.74–2.30) 0.181 1.04 (0.86–1.26) 0.683 
Medical/science occupation     

Yes (Ref. category: No) 0.53 (0.24–1.18) 0.119 1.17 (0.38–3.62) 0.789 
English-speaking background     

Yes (Ref. category: No) 2.51 (0.98–1.12) 0.003** 0.81 (0.29–2.28) 0.691 
Socio-economic status 1.14 (1.03–1.25) 0.010** 1.04 (0.92–1.17) 0.524 
Accessibility and Remoteness Index of Australia     

Urban (Ref. category: Remote) 0.42 (0.13–1.30) 0.133 0.80 (0.26–2.42) 0.688 
Family cancer clinic     

Yes (Ref. category: No) 0.90 (0.53–1.53) 0.705 0.76 (0.29–2.02) 0.581 
Married     

Yes (Ref. category: No) 1.17 (0.69–2.20) 0.559 1.27 (0.62–2.60) 0.517 
Biological children     

Yes (Ref. category: No) 1.15 (0.63–2.13) 0.649   
Family history of cancer     

Yes (Ref. category: No) 1.58 (0.80–3.14) 0.188   
Cancer diagnosis     

No (Ref. category: Yes)   2.39 (1.16–4.95) 0.018* 
Multiple primary cancers     

Yes (Ref. category: No) 1.64 (0.80–3.35) 0.173   
Time since diagnosis 0.97 (0.94–1.00) 0.052   
Cancer incidence     

Common 1.19 (0.70–2.02) 0.530   
Less common 1.06 (0.44–2.51) 0.903   
Rare Ref.    

Perceived importance 3.80 (2.43–5.94)  <0.001*** 3.71 (2.00–6.89)  <0.001*** 

Satisfaction with decision 1.28 (0.72–2.30) 0.398 3.33 (1.60–6.92) 0.001*** 

Self-efficacy 1.58 (1.08–2.29) 0.017* 0.91 (0.53–1.54) 0.723 
Perceived susceptibility (10 units scaled) 0.92 (0.81–1.05) 0.239 0.92 (0.76–1.11) 0.382 
Attitude toward uncertainty 1.73 (1.17–2.55) 0.006** 1.58 (0.94–2.65) 0.085 
Knowledge 0.70 (0.26–1.92) 0.490 0.57 (0.16–2.07) 0.391 

Ref. = reference  
* p  <  0.05;  

** p ≤ 0.01;  
*** p ≤ 0.001.  

Fig. 4. Baseline knowledge score and highest level of education. Knowledge scores of 
those having completed secondary school (years 7–12) versus attended post-sec-
ondary school (vocational training or university). Data indicate mean  ±  standard error 
of the mean. P values calculated using an unpaired t-test. 
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It is also possible that our study-developed knowledge scale was 
insufficiently sensitive to identify key issues of importance to cancer 
patients undertaking GS. In the time since the current study design 
in 2016, additional validated knowledge measures have been de-
veloped including the University of North Carolina Genomic 
Knowledge Scale (UNC-GKS) [43] and Knowledge of Genome Se-
quencing (KOGS) scale [44]. These scales examine knowledge in the 
domains of genes, sequencing and heritability. Future studies using 
either the UNC-GKS or KOGS scales will provide additional in-
formation as to knowledge gaps which education needs to target. 

4.3. Change in behavior 

The current study adds to an existing literature base regarding 
intention to change behaviors based on germline GS results [45–47], 
and is unique in that all participants had a personal or familial ex-
perience of cancer, with the majority being rare and less common 
cancers. The strong overall intention to change behavior we ob-
served aligns with the expectation that participants with personal 
experience of cancer (self or family) would be highly motivated to 
perform risk-reducing behaviors [48]. Our finding that females were 
twice as likely as males to intend to change behaviors based on GS 
results is in keeping with previous studies where females were more 
likely to engage in health-promoting behaviors, including sunscreen 
use, eating a healthy diet and reducing alcohol consumption [49–51]. 

Being from an English-speaking household and higher SES were 
also associated with greater behavioral change intentions for pro-
bands. Previous reports indicate that being from a non-English- 
speaking household is associated with decreased screening for 
cancers such as breast and bowel cancers [52], and there is lower 
uptake of cervical cancer screening in areas of lower SES [53]. It has 
been suggested that individuals from low SES feel less in control of 
their environment [54], and therefore less autonomy to change be-
havior. Another study found that immigrants are often living with 

complex transnational ties and obligations that leave little room for 
personal health as a priority [55]. Learning the reasons why these 
subgroups are less likely to intend behavioral change is vital to 
realizing equitable benefits of GS. Furthermore, increasing knowl-
edge may help these vulnerable groups, but our results suggest this 
is not sufficient, and other interventions to overcome disadvantage 
may be needed. 

Proposed predictors of intention to change behavior that were 
not supported by the current study include education level, a 
medical or science occupation and living in an urban environment. 
These results are encouraging, as they suggest that where one lives 
and one’s level of education do not need to be barriers to improving 
lifestyle behaviors such as diet, exercise, alcohol consumption and 
stress reduction. Furthermore, previously attending an FCC, having a 
family history of cancer, more recent diagnosis of cancer, and a rare 
cancer type were not associated with intention to change behavior. 
These results indicate that personal, lived experience with any 
cancer diagnosis may impact intention to change behavior more 
than the more specific cancer-associated factors assessed. 

In line with the PMT proposition that perceived efficacy of a 
preventive behavior and higher self-efficacy to undertake that be-
havior will lead to greater intention to change, perceived importance 
of GS and higher self-efficacy were found to be predictive of pro-
bands’, but not relatives’, intention to change behavior. Probands, 
unlike relatives (most of whom did not have cancer), may have al-
ready tried to make behavior changes to impact their cancer out-
comes, so thus have learned about their own self-efficacy in making 
these changes. Furthermore, analyzing probands’ intention to 
change behavior based on cancer types that are and are not poten-
tially modifiable by lifestyle (e.g. colorectal vs pancreas) revealed no 
differences. 

The third element of PMT theory (perceived threat, assessed here 
by perceived susceptibility to cancer) was surprisingly not found to 
be associated with behavioral intention, perhaps due to the lack of 
variability in participants’ responses (>  70% of participants scored 
≥ 50 on perceived susceptibility) and thus warrants exploration in 
future research. In their meta-analysis of studies testing PMT in 
predicting health-related behavior, Milne and colleagues [56] found 
the relationship between perceived susceptibility and behavioral 
intention was small, with efficacy variables having a larger effect. 
They posited that while feeling vulnerable may motivate behavior, 
enacting the behavior may lessen/remove this sense of vulnerability, 
thereby removing the effect. 

Relatives’ (but not probands’) satisfaction with their decision to 
have GS was highly predictive of intention to change behavior. 
Relatives’ satisfaction may relate to being highly motivated to make 
behavior changes on the basis of genetic results. Conversely, pro-
bands may have already made behavior changes after their cancer 
diagnosis; their satisfaction with the decision to have GS may relate 
more to understanding the etiology of their cancer diagnosis than to 
future risk and behavior to avert it. 

Limitations of the current study include the cross-sectional analysis, 
which means that associations cannot be assumed to be causative. 
Some measures utilized were study-developed (in the absence of ex-
isting, validated measures) or adapted from other scales to address the 
specific study scenario, and may not have fully or reliably assessed 
study variables. Reliability and validity of the knowledge scale were not 
assessed, and the scale asked study participants to indicate the like-
lihood of some outcomes, which required familiarity with percentages 
as a measure of likelihood. In addition, the perceived importance of GS 
measure had a Cronbach’s alpha of 0.58, indicating that it may lack 
internal consistency. It is not entirely clear whether knowledge as-
sessed was background knowledge or obtained during the consent 
process. One of the seven items in the knowledge questionnaire was 
covered in the information sheet (that whole genome sequencing 

0 25 50 75 100
Percent of cohort

Strongly agree Agree Neither agree or disagree

Disagree Strongly disagree Missing
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with diet
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Change amount of
alcohol consumed

Seek more
information

Manage stress
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Want more
health screening
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Relatives

Probands
Relatives
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Relatives
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Fig. 5. Intention to change behavior responses. Participants were asked whether they 
would change the indicated behavior if they knew they had inherited gene variants 
that increased cancer risk. N = 348 for probands and N = 213 for relatives, except 
“Change amount of alcohol consumed”, which excludes participants that do not 
regularly drink alcohol (N = 214 for probands and N = 141 for relatives). 
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involves testing 20,000 genes). However, we cannot be certain that 
other issues did not come up during informal discussion during the 
consent process. 

Finally, future longitudinal analyses that incorporate actual be-
havior change are needed to further explore and corroborate our 
findings regarding hypothetical intentions. The well-established in-
tention-behavioral gap demonstrates that despite firm intentions to 
change behavior, this is often not realized [57]. However, as re-
searchers and health professionals often wish to identify and refine 
behavior change strategies early, when behavioral outcome data is 
not yet available, intention to change is still a worthy outcome to 
explore. Furthermore, a meta-analysis of 47 studies found that while 
the intention-behavior gap is a real phenomenon, a medium-to- 
large change in intention leads to a small-to-medium change in 
behavior, providing some predictive power [58]. Various strategies 
have been suggested to bridge this gap, including increasing self- 
efficacy, detailed planning, and controlling one’s behavior [59], 
which may be explored in future studies. 

4.4. Conclusion 

Our study is the first to examine both knowledge and behavioral 
intentions in an Australian population affected by mostly rare and 
less common cancers (either self or family) undergoing germline GS 
to determine gene variants associated with cancer risk. Future stu-
dies examining whether receiving a germline GS result that indicates 
a gene variant linked to cancer risk actually changes an individual’s 
behavior, are warranted. The current findings are the first step to-
wards determining whether germline GS in a cancer risk population 
is worth the expense to the individual and/or the healthcare system, 
via behavioral change. 

4.5. Practice implications 

Our finding that participants had only moderate GS knowledge 
identifies a need for increased education regarding the benefits and 
limitations of GS in order to align patient expectations with likely 
outcomes. Such educational resources may include plain language 
summaries taken home from consent appointments or web-based 
learning [60] and need to be targeted and accessible to all groups, 
including those from non-English speaking and low socio-economic 
backgrounds. Furthermore, patient-specific support such as smart-
phone apps and access to support personnel [61,62] to encourage, 
facilitate and maintain behavior change intentions should be em-
ployed in individuals identified with a gene variant linked to in-
crease cancer risk. 

Funding 

The RisC PiGeOn Study is funded by a National Health and 
Medical Research Council (NHMRC) of Australia Project Grant 
(ID1124749). MCB is funded by a Post-Doctoral Research Fellowship 
from the Cancer Institute of New South Wales (CINSW) (MB00352). 
PB is funded by an NHMRC Senior Principal Research Fellowship 
(APP1121630). BM holds an NHMRC Senior Research Fellowship, 
Level B (ID1078523). MLB is supported by a CINSW Career 
Development Fellowship (CDF171109). DMT is funded by an NHMRC 
Principal Research Fellowship (APP1104364). None of the funding 
sources had any input into the study design, collection, analysis or 
data interpretation, or in the writing or deciding to submit the 
manuscript. 

CRediT authorship contribution statement 

Christine Napier: Data curation, Formal analysis, Methodology, 
Writing – original draft, Writing – review & editing. Grace Davies: 

Formal analysis, Writing – review & editing. Phyllis Butow: 
Conceptualization, Funding acquisition, Methodology, Supervision, 
Writing – original draft, Writing – review & editing. Timothy Schlub: 
Formal analysis, Methodology. Megan Best: Conceptualization, 
Funding acquisition, Methodology, Writing – review & editing. Nicci 
Bartley: Project administration, Writing – review & editing. Ilona 
Juraskova: Conceptualization, Methodology, Writing – review & 
editing. Bettina Meiser: Conceptualization, Methodology, Writing – 
review & editing. Katherine M. Tucker: Writing – review & editing. 
Barbara Biesecker: Conceptualization, Writing – review & editing. 
David Thomas: Conceptualization, Funding acquisition, Resources, 
Writing – original draft, Writing – review & editing. Mandy Ballinger: 
Conceptualization, Funding acquisition, Resources, Supervision, 
Writing – original draft, Writing – review & editing. 

Other declarations 

I confirm all personal identifiers have been removed or disguised 
so the persons described are not identifiable and cannot be identi-
fied through the details of the story. 

Declaration of Competing Interest 

The authors have no conflicts of interest to declare. BM and KT 
have remunerated consultant roles with the company AstraZeneca 
with respect to unrelated projects. 

Acknowledgements 

We would like to thank the participants of the RisC PiGeOn study 
for sharing their experiences and views. Members of the PiGeOn 
project include listed authors, plus David Goldstein, Chris Jacobs, 
Judy Kirk, Ainsley Newson, Jacqueline Savard, Kate Vines, Richard 
Vines, and Mary-Anne Young. 

Appendix A. Supporting information 

Supplementary data associated with this article can be found in 
the online version at doi:10.1016/j.pec.2021.07.004. 

References 

[1] Jackson SE, Chester JD. Personalised cancer medicine. Int J Cancer 
2015;137:262–6. https://doi.org/10.1002/ijc.28940 

[2] Tung NM, Garber JE. BRCA1/2 testing: therapeutic implications for breast cancer 
management. Br J Cancer 2018;119:141–52. https://doi.org/10.1038/s41416-018- 
0127-5 

[3] Kastrinos F, Stoffel EM. History, genetics, and strategies for cancer prevention in 
Lynch syndrome. Clin Gastroenterol Hepatol 2014;12:715–27. https://doi.org/10. 
1016/j.cgh.2013.06.031 

[4] Flaherty KT, Gray R, Chen A, Li S, Patton D, Hamilton SR, Williams PM, Mitchell 
EP, Iafrate AJ, Sklar J, Harris LN, McShane LM, Rubinstein LV, Sims DJ, Routbort M, 
Coffey B, Fu T, Zwiebel JA, Little RF, Marinucci D, Catalano R, Magnan R, Kibbe W, 
Weil C, Tricoli JV, Alexander B, Kumar S, Schwartz GK, Meric-Bernstam F, Lih CJ, 
McCaskill-Stevens W, Caimi P, Takebe N, Datta V, Arteaga CL, Abrams JS, Comis R, 
O’Dwyer PJ, Conley BA, Team N-M. The Molecular Analaysis for Therapy CHoice 
(NCI-MATCH) trial: lessons for genomic trial design. J Natl Cancer Inst 
2020;112:1021–9. https://doi.org/10.1093/jnci/djz245 

[5] Thavaneswaran S, Sebastian L, Ballinger M, Best M, Hess D, Lee CK, Sjoquist KM, 
Hague WE, Butow PN, Simes RJ, Thomas D. Cancer Molecular Screening and 
Therapeutics (MoST): a framework for multiple, parallel signal-seeking studies 
of targeted therapies for rare and neglected cancers. Med J Aust 2018;209:354–5. 
https://doi.org/10.5694/mja18.00227 

[6] Albada A, van Dulmen S, Lindhout D, Bensing JM, Ausems MG. A pre-visit tailored 
website enhances counselees’ realistic expectations and knowledge and fulfils 
information needs for breast cancer genetic counselling. Fam Cancer 
2012;11:85–95. https://doi.org/10.1007/s10689-011-9479-1 

[7] Haga SB, Barry WT, Mills R, Ginsburg GS, Svetkey L, Sullivan J, Willard HF. Public 
knowledge of and attitudes toward genetics and genetic testing. Genet Test Mol 
Biomark 2013;17:327–35. https://doi.org/10.1089/gtmb.2012.0350 

[8] Rini C, Henderson GE, Evans JP, Berg JS, Foreman AKM, Griesemer I, Waltz M, 
O’Daniel JM, Roche MI. Genomic knowledge in the context of diagnostic exome 
sequencing: changes over time, persistent subgroup differences, and 

C.E. Napier, G. Davies, P.N. Butow et al. Patient Education and Counseling xxx (xxxx) xxx–xxx 

10 

https://doi.org/10.1016/j.pec.2021.07.004
https://doi.org/10.1002/ijc.28940
https://doi.org/10.1038/s41416-018-0127-5
https://doi.org/10.1038/s41416-018-0127-5
https://doi.org/10.1016/j.cgh.2013.06.031
https://doi.org/10.1016/j.cgh.2013.06.031
https://doi.org/10.1093/jnci/djz245
https://doi.org/10.5694/mja18.00227
https://doi.org/10.1007/s10689-011-9479-1
https://doi.org/10.1089/gtmb.2012.0350


associations with psychological sequencing outcomes. Genet Med 
2020;22:60–8. https://doi.org/10.1038/s41436-019-0600-4 

[9] Lumish HS, Steinfeld H, Koval C, Russo D, Levinson E, Wynn J, Duong J, Chung 
WK. Impact of panel gene testing for hereditary breast and ovarian cancer on 
patients. J Genet Couns 2017;26:1116–29. https://doi.org/10.1007/s10897-017- 
0090-y 

[10] Jamal L, Robinson JO, Christensen KD, Blumenthal-Barby J, Slashinski MJ, Perry 
DL, Vassy JL, Wycliff J, Green RC, McGuire AL. When bins blur: patient per-
spectives on categories of results from clinical whole genome sequencing. AJOB 
Empir Bioeth 2017;8:82–8. https://doi.org/10.1080/23294515.2017.1287786 

[11] Oberg JA, Ruiz J, Ali-Shaw T, Schlechtweg KA, Ricci A, Kung AL, Chung WK, 
Appelbaum PS, Bender JLG, Levine JM. Whole-genome and whole-exome se-
quencing in pediatric oncology: an assessment of parent and young adult patient 
knowledge, attitudes, and expectations. JCO Precis Oncol 2018;2:1–11. https:// 
doi.org/10.1200/PO.17.00104 

[12] Wolyniec K, Sharp J, Lazarakis S, Mileshkin L, Schofield P. Understanding and 
information needs of cancer patients regarding treatment-focused genomic 
testing: a systematic review. Psychooncology 2020;29:632–8. https://doi.org/10. 
1002/pon.5351 

[13] Blanchette PS, Spreafico A, Miller FA, Chan K, Bytautas J, Kang S, Bedard PL, Eisen 
A, Potanina L, Holland J, Kamel-Reid S, McPherson JD, Razak AR, Siu LL. Genomic 
testing in cancer: patient knowledge, attitudes, and expectations. Cancer 
2014;120:3066–73. https://doi.org/10.1002/cncr.28807 

[14] Seror V, Marino P, Bertucci F, Mancini J, Extra JM, Ferrero JM, Bachelot T, Viens P, 
Julian-Reynier C. Breast cancer patients’ views on the use of genomic testing to 
guide decisions about their postoperative chemotherapy. Public Health Genom 
2013;16:110–7. https://doi.org/10.1159/000349920 

[15] Rogith D, Yusuf RA, Hovick SR, Fellman BM, Peterson SK, Burton-Chase AM, Li Y, 
Bernstam EV, Meric-Bernstam F. Patient knowledge and information-seeking 
about personalized cancer therapy. Int J Med Inform 2016;88:52–7. https://doi. 
org/10.1016/j.ijmedinf.2016.01.005 

[16] Calabrò GE, Sassano M, Tognetto A, Boccia S. Citizens’ attitudes, knowledge, and 
educational needs in the field of omics sciences: a systematic literature review. 
Front Genet 2020;11:570649https://doi.org/10.3389/fgene.2020.570649 

[17] Katapodi MC, Lee KA, Facione NC, Dodd MJ. Predictors of perceived breast cancer 
risk and the relation between perceived risk and breast cancer screening: a 
meta-analytic review. Prev Med 2004;38:388–402. 

[18] Davies G, Butow P, Napier CE, Bartley N, Juraskova I, Meiser B, Ballinger ML, 
Thomas DM, Schlub TE, Best MC. P. members of the PiGeOn. Advanced cancer 
patient knowledge of and attitudes towards tumor molecular profiling. Transl 
Oncol 2020;13:100799https://doi.org/10.1016/j.tranon.2020.100799 

[19] Yanes T, Willis AM, Meiser B, Tucker KM, Best M. Psychosocial and behavioral 
outcomes of genomic testing in cancer: a systematic review. Eur J Hum Genet 
2019;27:28–35. https://doi.org/10.1038/s41431-018-0257-5 

[20] McBride CM, Koehly LM, Sanderson SC, Kaphingst KA. The behavioral response 
to personalized genetic information: will genetic risk profiles motivate in-
dividuals and families to choose more healthful behaviors? Annu Rev Public 
Health 2010;31:89–103. https://doi.org/10.1146/annurev.publhealth.012809. 
103532 

[21] Hollands GJ, French DP, Griffin SJ, Prevost AT, Sutton S, King S, Marteau TM. The 
impact of communicating genetic risks of disease on risk-reducing health be-
haviour: systematic review with meta-analysis. BMJ 2016;352:1102. https://doi. 
org/10.1136/bmj.i1102 

[22] Fenton GL, Smit AK, Keogh L, Cust AE. Exploring the emotional and behavioural 
reactions to receiving personalized melanoma genomic risk information: a 
qualitative study. Br J Dermatol 2019;180:1390–6. https://doi.org/10.1111/bjd. 
17582 

[23] Kaufman DJ, Bollinger JM, Dvoskin RL, Scott JA. Risky business: risk perception 
and the use of medical services among customers of DTC personal genetic 
testing. J Genet Couns 2012;21(3):413–22. https://doi.org/10.1007/s10897-012- 
9483-0 

[24] Ramsey S, Blough D, McDermott C, Clarke L, Bennett R, Burke W, Newcomb P. 
Will knowledge of gene-based colorectal cancer disease risk influence quality of 
life and screening behavior? Findings from a population-based study. Public 
Health Genom 2010;13:1–12. https://doi.org/10.1159/000206346 

[25] Aspinwall LG, Stump TK, Taber JM, Drummond DM, Kohlmann W, Champine M, 
Leachman SA. Genetic test reporting of CDKN2A provides informational and 
motivational benefits for managing melanoma risk. Transl Behav Med 
2018;8:29–43. https://doi.org/10.1093/tbm/ibx011 

[26] Rhodes RE, de Bruijn GJ. How big is the physical activity intention-behaviour 
gap? A meta-analysis using the action control framework. Br J Health Psychol 
2013;18:296–309. https://doi.org/10.1111/bjhp.12032 

[27] Faries MD. Why we don’t “just do it”: understanding the intention-behavior gap 
in lifestyle medicine. Am J Lifestyle Med 2016;10:322–9. https://doi.org/10.1177/ 
1559827616638017 

[28] Rogers RW. A protection motivation theory of fear appeals and attitude change. J 
Psychol 1975;91:93–114. https://doi.org/10.1080/00223980.1975.9915803 

[29] Chen JT, Lovibond PF. Intolerance of uncertainty is associated with increased 
threat appraisal and negative affect under ambiguity but not uncertainty. Behav 
Ther 2016;47:42–53. https://doi.org/10.1016/j.beth.2015.09.004 

[30] Brouwers MC, Sorrentino RM. Uncertainty orientation and protection motivation 
theory: the role of individual differences in health compliance. J Pers Soc Psychol 
1993;65:102–12. https://doi.org/10.1037/0022-3514.65.1.102 

[31] Best M, Newson AJ, Meiser B, Juraskova I, Goldstein D, Tucker K, Ballinger ML, 
Hess D, Schlub TE, Biesecker B, Vines R, Vines K, Thomas D, Young MA, Savard J, 
Jacobs C, Butow P. The PiGeOn project: protocol of a longitudinal study 

examining psychosocial and ethical issues and outcomes in germline genomic 
sequencing for cancer. BMC Cancer 2018;18:454. https://doi.org/10.1186/s12885- 
018-4366-x 

[32] Kaphingst KA, Facio FM, Cheng MR, Brooks S, Eidem H, Linn A, Biesecker BB, 
Biesecker LG. Effects of informed consent for individual genome sequencing on 
relevant knowledge. Clin Genet 2012;82:408–15. https://doi.org/10.1111/j.1399- 
0004.2012.01909.x 

[33] Hay J, Kaphingst KA, Baser R, Li Y, Hensley-Alford S, McBride CM. Skin cancer 
concerns and genetic risk information-seeking in primary care. Public Health 
Genom 2012;15:57–72. https://doi.org/10.1159/000330403 

[34] Rosenberg SM, Tracy MS, Meyer ME, Sepucha K, Gelber S, Hirshfield-Bartek J, 
Troyan S, Morrow M, Schapira L, Come SE, Winer EP, Partridge AH. Perceptions, 
knowledge, and satisfaction with contralateral prophylactic mastectomy among 
young women with breast cancer: a cross-sectional survey. Ann Intern Med 
2013;159:373–81. https://doi.org/10.7326/0003-4819-159-6-201309170-00003 

[35] Kasparian NA, Meiser B, Butow PN, Simpson JM, Mann GJ. Genetic testing for 
melanoma risk: a prospective cohort study of uptake and outcomes among 
Australian families. Genet Med 2009;11:265–78. https://doi.org/10.1097/GIM. 
0b013e3181993175 

[36] Braithwaite D, Sutton S, Steggles N. Intention to participate in predictive genetic 
testing for hereditary cancer: the role of attitude toward uncertainty. Psychol 
Health 2002;17:761–72. https://doi.org/10.1080/0887044021000054764 

[37] Holmes-Rovner M, Kroll J, Schmitt N, Rovner DR, Breer ML, Rothert ML, Padonu 
G, Talarczyk G. Patient satisfaction with health care decisions: the satisfaction 
with decision scale. Med Decis Mak 1996;16:58–64. https://doi.org/10.1177/ 
0272989X9601600114 

[38] Gollust SE, Gordon ES, Zayac C, Griffin G, Christman MF, Pyeritz RE, Wawak L, 
Bernhardt BA. Motivations and perceptions of early adopters of personalized 
genomics: perspectives from research participants. Public Health Genom 
2012;15:22–30. https://doi.org/10.1159/000327296 

[39] Hall MJ, Forman AD, Montgomery SV, Rainey KL, Daly MB. Understanding pa-
tient and provider perceptions and expectations of genomic medicine. J Surg 
Oncol 2015;111:9–17. https://doi.org/10.1002/jso.23712 

[40] Nelson EA, McGuire AL. The need for medical education reform: genomics and 
the changing nature of health information. Genome Med 2010;2:18. https://doi. 
org/10.1186/gm139 

[41] O’Rourke PP. Genomic medicine: too great expectations? Clin Pharmacol Ther 
2013;94:188–90. https://doi.org/10.1038/clpt.2013.44 

[42] Suckiel SA, O’Daniel JM, Donohue KE, Gallagher KM, Gilmore MJ, Hendon LJ, 
Joseph G, Lianoglou BR, Mathews JM, Norton ME, Odgis JA, Poss AF, Rego S, 
Scollon S, Yip T, Amendola LM. Genomic sequencing results disclosure in diverse 
and medically underserved populations: themes, challenges, and strategies from 
the CSER Consortium. J Pers Med 2021;11:202. https://doi.org/10.3390/ 
jpm11030202 

[43] Langer MM, Roche MI, Brewer NT, Berg JS, Khan CM, Leos C, Moore E, Brown M, 
Rini C. Development and validation of a genomic knowledge scale to advance 
informed decision making research in genomic sequencing. MDM Policy Pract 
2017;2:1–13. https://doi.org/10.1177/2381468317692582 

[44] Sanderson SC, Loe BS, Freeman M, Gabriel C, Stevenson DC, Gibbons C, Chitty L, 
Lewis C. Development of the Knowledge of Genome Sequencing (KOGS) ques-
tionnaire. Patient Educ Couns 2018;101:1966–72. https://doi.org/10.1016/j.pec. 
2018.07.011 

[45] Horne J, Madill J, O’Connor C, Shelley J, Gilliland J. A systematic review of genetic 
testing and lifestyle behaviour change: are we using high-quality genetic in-
terventions and considering behaviour change theory? Lifestyle Genom 
2018;11:49–63. https://doi.org/10.1159/000488086 

[46] Lewis KL, Hooker GW, Connors PD, Hyams TC, Wright MF, Caldwell S, Biesecker 
LG, Biesecker BB. Participant use and communication of findings from exome 
sequencing: a mixed-methods study. Genet Med 2016;18:577–83. https://doi. 
org/10.1038/gim.2015.133 

[47] Zoltick ES, Linderman MD, McGinniss MA, Ramos E, Ball MP, Church GM, 
Leonard DGB, Pereira S, McGuire AL, Caskey CT, Sanderson SC, Schadt EE, Nielsen 
DE, Crawford SD, Green RC, PeopleSeq C. Predispositional genome sequencing in 
healthy adults: design, participant characteristics, and early outcomes of the 
PeopleSeq Consortium. Genome Med 2019;11:10. https://doi.org/10.1186/ 
s13073-019-0619-9 

[48] Diseati L, Scheinfeldt LB, Kasper RS, Zhaoyang R, Gharani N, Schmidlen TJ, 
Gordon ES, Sessions CK, Delaney SK, Jarvis JP, Gerry N, Christman M. Common 
genetic risk for melanoma encourages preventive behavior change. J Pers Med 
2015;5:36–49. https://doi.org/10.3390/jpm5010036 

[49] Erol A, Karpyak VM. Sex and gender-related differences in alcohol use and its 
consequences: contemporary knowledge and future research considerations. 
Drug Alcohol Depend 2015;156:1–13. https://doi.org/10.1016/j.drugalcdep.2015. 
08.023 

[50] Hourani LL, LaFleur B. Predictors of gender differences in sunscreen use and 
screening outcome among skin cancer screening participants. J Behav Med 
1995;18:461–77. https://doi.org/10.1007/bf01904774 

[51] Courtenay WH, McCreary DR, Merighi JR. Gender and ethnic differences in 
health beliefs and behaviors. J Health Psychol 2002;7:219–31. https://doi.org/10. 
1177/1359105302007003216 

[52] Weber MF, Banks E, Smith DP, O’Connell D, Sitas F. Cancer screening among 
migrants in an Australian cohort; cross-sectional analyses from the 45 and Up 
Study. BMC Public Health 2009;9:144. https://doi.org/10.1186/1471-2458-9-144 

[53] Olver IN, Roder D. History, development and future of cancer screening in 
Australia. Public Health Res Pract 2017;27:e2731725https://doi.org/10.17061/ 
phrp2731725 

C.E. Napier, G. Davies, P.N. Butow et al. Patient Education and Counseling xxx (xxxx) xxx–xxx 

11 

https://doi.org/10.1038/s41436-019-0600-4
https://doi.org/10.1007/s10897-017-0090-y
https://doi.org/10.1007/s10897-017-0090-y
https://doi.org/10.1080/23294515.2017.1287786
https://doi.org/10.1200/PO.17.00104
https://doi.org/10.1200/PO.17.00104
https://doi.org/10.1002/pon.5351
https://doi.org/10.1002/pon.5351
https://doi.org/10.1002/cncr.28807
https://doi.org/10.1159/000349920
https://doi.org/10.1016/j.ijmedinf.2016.01.005
https://doi.org/10.1016/j.ijmedinf.2016.01.005
https://doi.org/10.3389/fgene.2020.570649
http://refhub.elsevier.com/S0738-3991(21)00439-0/sbref17
http://refhub.elsevier.com/S0738-3991(21)00439-0/sbref17
http://refhub.elsevier.com/S0738-3991(21)00439-0/sbref17
https://doi.org/10.1016/j.tranon.2020.100799
https://doi.org/10.1038/s41431-018-0257-5
https://doi.org/10.1146/annurev.publhealth.012809.103532
https://doi.org/10.1146/annurev.publhealth.012809.103532
https://doi.org/10.1136/bmj.i1102
https://doi.org/10.1136/bmj.i1102
https://doi.org/10.1111/bjd.17582
https://doi.org/10.1111/bjd.17582
https://doi.org/10.1007/s10897-012-9483-0
https://doi.org/10.1007/s10897-012-9483-0
https://doi.org/10.1159/000206346
https://doi.org/10.1093/tbm/ibx011
https://doi.org/10.1111/bjhp.12032
https://doi.org/10.1177/1559827616638017
https://doi.org/10.1177/1559827616638017
https://doi.org/10.1080/00223980.1975.9915803
https://doi.org/10.1016/j.beth.2015.09.004
https://doi.org/10.1037/0022-3514.65.1.102
https://doi.org/10.1186/s12885-018-4366-x
https://doi.org/10.1186/s12885-018-4366-x
https://doi.org/10.1111/j.1399-0004.2012.01909.x
https://doi.org/10.1111/j.1399-0004.2012.01909.x
https://doi.org/10.1159/000330403
https://doi.org/10.7326/0003-4819-159-6-201309170-00003
https://doi.org/10.1097/GIM.0b013e3181993175
https://doi.org/10.1097/GIM.0b013e3181993175
https://doi.org/10.1080/0887044021000054764
https://doi.org/10.1177/0272989X9601600114
https://doi.org/10.1177/0272989X9601600114
https://doi.org/10.1159/000327296
https://doi.org/10.1002/jso.23712
https://doi.org/10.1186/gm139
https://doi.org/10.1186/gm139
https://doi.org/10.1038/clpt.2013.44
https://doi.org/10.3390/jpm11030202
https://doi.org/10.3390/jpm11030202
https://doi.org/10.1177/2381468317692582
https://doi.org/10.1016/j.pec.2018.07.011
https://doi.org/10.1016/j.pec.2018.07.011
https://doi.org/10.1159/000488086
https://doi.org/10.1038/gim.2015.133
https://doi.org/10.1038/gim.2015.133
https://doi.org/10.1186/s13073-019-0619-9
https://doi.org/10.1186/s13073-019-0619-9
https://doi.org/10.3390/jpm5010036
https://doi.org/10.1016/j.drugalcdep.2015.08.023
https://doi.org/10.1016/j.drugalcdep.2015.08.023
https://doi.org/10.1007/bf01904774
https://doi.org/10.1177/1359105302007003216
https://doi.org/10.1177/1359105302007003216
https://doi.org/10.1186/1471-2458-9-144
https://doi.org/10.17061/phrp2731725
https://doi.org/10.17061/phrp2731725


[54] Manstead ASR. The psychology of social class: How socioeconomic status im-
pacts thought, feelings, and behaviour. Br J Soc Psychol 2018;57:267–91. https:// 
doi.org/10.1111/bjso.12251 

[55] Lue Kessing L, Norredam M, Kvernrod AB, Mygind A, Kristiansen M. 
Contextualising migrants’ health behaviour - a qualitative study of transnational 
ties and their implications for participation in mammography screening. BMC 
Public Health 2013;13:431. https://doi.org/10.1186/1471-2458-13-431 

[56] Milne S, Sheeran P, Orbell S. Prediction and intervention in health‐related be-
havior: a meta‐analytic review of protection motivation theory. J Appl Soc 
Psychol 2000;30:106–43. https://doi.org/10.1111/j.1559-1816.2000.tb02308.x 

[57] Bloss CS, Ornowski L, Silver E, Cargill M, Vanier V, Schork NJ, Topol EJ. Consumer 
perceptions of direct-to-consumer personalized genomic risk assessments. 
Genet Med 2010;12:556–66. https://doi.org/10.1097/GIM.0b013e3181eb51c6 

[58] Webb TL, Sheeran P. Does changing behavioral intentions engender behavior 
change? A meta-analysis of the experimental evidence. Psychol Bull 
2006;132:249–68. https://doi.org/10.1037/0033-2909.132.2.249 

[59] Sniehotta FF, Scholz U, Schwarzer R. Bridging the intention–behaviour gap: 
planning, self-efficacy, and action control in the adoption and maintenance of 
physical exercise. Psychol Health 2005;20:143–60. https://doi.org/10.1080/ 
08870440512331317670 

[60] Prictor M, Lewis MA, Newson AJ, Haas M, Baba S, Kim H, Kokado M, Minari J, 
Molnar-Gabor F, Yamamoto B, Kaye J, Teare HJA. Dynamic consent: an evaluation 
and reporting framework. J Empir Res Hum Res Ethics 2020;15:175–86. https:// 
doi.org/10.1177/1556264619887073 

[61] Milne-Ives M, Lam C, De Cock C, Van Velthoven MH, Meinert E. Mobile apps for 
health behavior change in physical activity, diet, drug and alcohol use, and 
mental health: systematic review. JMIR mHealth uHealth 2020;8:17046. https:// 
doi.org/10.2196/17046 

[62] Finne E, Glausch M, Exner AK, Sauzet O, Stolzel F, Seidel N. Behavior change 
techniques for increasing physical activity in cancer survivors: a systematic re-
view and meta-analysis of randomized controlled trials. Cancer Manag Res 
2018;10:5125–43. https://doi.org/10.2147/CMAR.S170064  

C.E. Napier, G. Davies, P.N. Butow et al. Patient Education and Counseling xxx (xxxx) xxx–xxx 

12 

https://doi.org/10.1111/bjso.12251
https://doi.org/10.1111/bjso.12251
https://doi.org/10.1186/1471-2458-13-431
https://doi.org/10.1111/j.1559-1816.2000.tb02308.x
https://doi.org/10.1097/GIM.0b013e3181eb51c6
https://doi.org/10.1037/0033-2909.132.2.249
https://doi.org/10.1080/08870440512331317670
https://doi.org/10.1080/08870440512331317670
https://doi.org/10.1177/1556264619887073
https://doi.org/10.1177/1556264619887073
https://doi.org/10.2196/17046
https://doi.org/10.2196/17046
https://doi.org/10.2147/CMAR.S170064

	Cancer patient knowledge about and behavioral intentions after germline genome sequencing
	Authors

	Napier_Elsevier_Statement_includes_Creative_Commons_License
	Napier_2021_Cancer

